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<213> Medicago sativa 
<220> 

<221> CDS 

<222> (182) . . (1609) 

<223> 



<400> 1 

gattcggcac gaggaagaaa caaagaaact ctctctctct atttctttct ctctgcacaa 60 

ttttcgagta gtgttatttt ttaataaaaa attaattaat ttttttttat ataaaagccg 120 

t@aaaaaat tcttttacag cgttcttttt tccccgggaa aaaaattaac acagctccgc 180 

v It 

' -3 

c5tg gac gga acc ggt aat cga aat cca cca ccg act tec acc gtc aga 22 9 

Nyiet Asp Gly Thr Gly Asn Arg Asn Pro Pro Pro Thr Ser Thr Val Arg 
UtL 5 10 15 

gSJc aat tct cca ccg cct gag cca tea ccg gag agt etc cgt cat gta 277 
Asp Asn Ser Pro Pro Pro Glu Pro Ser Pro Glu Ser Leu Arg His Val 
O 20 25 30 

dkfc cgt atg ate aac age aac cat tac acc tea cct tct cga aca ate 325 

Sp|r Arg Met lie Asn Ser Asn His Tyr Thr Ser Pro Ser Arg Thr lie 

P 35 40 45 

tac tec gat agg ttc att ccg agt aga tct get teg aaa ttc get ttg 373 

Tyr Ser Asp Arg Phe lie Pro Ser Arg Ser Ala Ser Lys Phe Ala Leu 
50 55 60 

ttt gat ate aat act ccg aca gaa gga cgc gat gat agt tec age get 421 
Phe Asp lie Asn Thr Pro Thr Glu Gly Arg Asp Asp Ser Ser Ser Ala 
65 70 75 80 

tat acg act ctt ctg aga acg gcg ttg ttt gga ccg gat gtt gec ggt 4 69 

Tyr Thr Thr Leu Leu Arg Thr Ala Leu Phe Gly Pro Asp Val Ala Gly 

85 90 95 

ccg gtt acg ccg gaa aaa acc gac teg ccg teg atg aca ttg ccg aat 517 
Pro Val Thr Pro Glu Lys Thr Asp Ser Pro Ser Met Thr Leu Pro Asn 
100 105 110 

agg aat att ttt agg tat aag acg gag acg aga cag tec atg cac teg 565 
Arg Asn lie Phe Arg Tyr Lys Thr Glu Thr Arg Gin Ser Met His Ser 
115 120 125 
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c 



tt teg ccg ttt atg gat gat gat ttt gtt cct ggt gtt aat cat agt 613 
Leu Ser Pro Phe Met Asp Asp Asp Phe Val Pro Gly Val Asn His Ser 
130 135 140 

ccg gtt aag get cct agg aag gtt cct cga teg cct tat aag gtt ttg 661 
Pro Val Lys Ala Pro Arg Lys Val Pro Arg Ser Pro Tyr Lys Val Leu 
14 5 150 155 160 

gat gca cct get ttg caa gat gat ttt tat ctg aat ctg gta gat tgg 709 
Asp Ala Pro Ala Leu Gin Asp Asp Phe Tyr Leu Asn Leu Val Asp Trp 

165 170 175 

tct tea cac aat gtg ttg get gtt ggt ttg ggt aac tgt gtc tat etc 757 
Ser Ser His Asn Val Leu Ala Val Gly Leu Gly Asn Cys Val Tyr Leu 
180 185 190 

tgg aat get tgt age age aag gta act aaa tta tgt gat ttg ggg gtt 805 
Trp Asn Ala Cys Ser Ser Lys Val Thr Lys Leu Cys Asp Leu Gly Val 
„ 195 200 205 

gafjgat tgt gtt tgt tct gtt ggt tgg get caa cgt ggt act cat ctt 853 
Asp? Asp Cys Val Cys Ser Val Gly Trp Ala Gin Arg Gly Thr His Leu 
g210 215 220 

gcfjgtt gga act aac aat ggt aaa gtt cag att tgg gat gca gca aga 901 
Ala^Val Gly Thr Asn Asn Gly Lys Val Gin He Trp Asp Ala Ala Arg 
22 f~ 230 235 240 

tg<gaag aag ata aga tea atg gag ggc cat egg tta cgt gtc ggg gee 94 9 

Cys^Lys Lys He Arg Ser Met Glu Gly His Arg Leu Arg Val Gly Ala 
In 245 250 255 



tt< ^'3 cc tgg a 9t tca tct ctt ttg tct tct ggt gga egg gat aag aat 

Leu Ala Trp Ser Ser Ser Leu Leu Ser Ser Gly Gly Arg Asp Lys Asn 
260 265 270 

att tat caa cga gat ata cgc aca caa gaa gat ttt gtt agt aaa ctg 

He Tyr Gin Arg Asp He Arg Thr Gin Glu Asp Phe Val Ser Lys Leu 
275 280 285 

tca gga cac aaa tca gag gtt tgt gga ctg aag tgg tca tat gat aac 

Ser Gly His Lys Ser Glu Val Cys Gly Leu Lys Trp Ser Tyr Asp Asn 
290 295 300 



997 



1045 



1093 



cgt gag ttg gca tct gga gga aat gac aac aaa ttg ttt gtt tgg aat 1141 
Arg Glu Leu Ala Ser Gly Gly Asn Asp Asn Lys Leu Phe Val Trp Asn 
305 310 315 320 

caa cac tca ace cag cct gtc etc aag tac tgt gag cac aca gca get 1189 
Gin His Ser Thr Gin Pro Val Leu Lys Tyr Cys Glu His Thr Ala Ala 

325 330 335 
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gtt aaa get att gca tgg tct cct cat ctt cat gga ctt ctt gca tct 1237 
Val Lys Ala lie Ala Trp Ser Pro His Leu His Gly Leu Leu Ala Ser 
340 345 350 

gga gga gga act gca gat aga tgt att cgt ttt tgg aat aca acc aca 1285 
Gly Gly Gly Thr Ala Asp Arg Cys lie Arg Phe Trp Asn Thr Thr Thr 
355 360 365 

aac tea cac ctt age tgt atg gac act gga agt cag gtt tgc aat ctt 1333 
Asn Ser His Leu Ser Cys Met Asp Thr Gly Ser Gin Val Cys Asn Leu 
370 375 380 

gtc tgg tec aaa aat gtc aac gaa eta gta age aca cat ggg tac tec 1381 
Val Trp Ser Lys Asn Val Asn Glu Leu Val Ser Thr His Gly Tyr Ser 
385 390 395 400 

cag aac cag att att gtt tgg aga tac ccc act atg tea aag ctg gcg 142 9 

Gin Asn Gin lie lie Val Trp Arg Tyr Pro Thr Met Ser Lys Leu Ala 

405 410 415 

aci ctt acc ggc cat act tat agg gtt etc tat ctt gee ate tct cca 1477 
ThteJ Leu Thr Gly His Thr Tyr Arg Val Leu Tyr Leu Ala lie Ser Pro 
O 420 425 430 

galf! gga cag act att gta act gga get gga gat gaa acg ctt agg ttc 1525 
Asgi Gly Gin Thr lie Val Thr Gly Ala Gly Asp Glu Thr Leu Arg Phe 
W 435 440 445 

e 

tgg aat gtt ttc cct tec cct aaa tea cag aat act gaa agt gaa ate 1573 

Trg^ Asn Val Phe Pro Ser Pro Lys Ser Gin Asn Thr Glu Ser Glu lie 
^450 455 460 



gg'a^ gca tta 
Gl^ B Ala Leu 
465 


> tct ctt gga aga act act ate agg 
i Ser Leu Gly Arg Thr Thr lie Arg 
470 475 


tga ttgatcctgg 


1619 


cgttgcagcc 


caatcatgtg 


gcatatttct 


aagtttgggt 


tgctgtgtag 


aactaaattt 


1679 


ctgageggag 


aacaccatgg 


tggaaaaacc 


ttgaatataa 


aaacaccacc 


aaagtagcat 


1739 


ctttaccaac 


tgggagagee 


ttggagggag 


ctataaaagt 


tttgatatgg 


ctgccggtga 


1799 


tattcctgea 


ttcatgtgta 


gtctcatttt 


atattgaaaa 


gatgataaca 


aatgggtaat 


1859 


ttattgtctt 


ggacttatac 


atgeattgat 


ggagttgtag 


ccaagttttt 


ttattactct 


1919 


ttttttcttt 


cttctttttg 


atagtgetet 


ectgeattat 


ttatataatt 


ttaagatgcg 


1979 


ttaacagaga 


aaaaaaaaaa 


aaaaaaa 








2006 
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<211> 475 
<212> PRT 

<213> Medicago sativa 
<400> 2 

Met Asp Gly Thr Gly Asn Arg Asn Pro Pro Pro Thr Ser Thr Val Arg 
15 10 15 



Asp Asn Ser Pro Pro Pro Glu Pro Ser Pro Glu Ser Leu Arg His Val 
20 25 30 

Ser Arg Met lie Asn Ser Asn His Tyr Thr Ser Pro Ser Arg Thr lie 
p 35 40 45 

y3 

Tyd Ser Asp Arg Phe He Pro Ser Arg Ser Ala Ser Lys Phe Ala Leu 
U 50 55 60 

Php^ Asp He Asn Thr Pro Thr Glu Gly Arg Asp Asp Ser Ser Ser Ala 
65;" 70 75 80 

"fas? 

TypjThr Thr Leu Leu Arg Thr Ala Leu Phe Gly Pro Asp Val Ala Gly 
03 85 90 95 

Pro Val Thr Pro Glu Lys Thr Asp Ser Pro Ser Met Thr Leu Pro Asn 
100 105 110 

Arg Asn lie Phe Arg Tyr Lys Thr Glu Thr Arg Gin Ser Met His Ser 
115 120 125 

Leu Ser Pro Phe Met Asp Asp Asp Phe Val Pro Gly Val Asn His Ser 
130 135 140 

Pro Val Lys Ala Pro Arg Lys Val Pro Arg Ser Pro Tyr Lys Val Leu 
145 150 155 160 

Asp Ala Pro Ala Leu Gin Asp Asp Phe Tyr Leu Asn Leu Val Asp Trp 

165 170 175 
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Ser Ser His Asn Val Leu Ala Val Gly Leu Gly Asn Cys Val Tyr Leu 
180 185 190 



Trp Asn Ala Cys Ser Ser Lys Val Thr Lys Leu Cys Asp Leu Gly Val 
. 195 200 205 



Asp Asp Cys Val Cys Ser Val Gly Trp Ala Gin Arg Gly Thr His Leu 
210 215 220 



Ala Val Gly Thr Asn Asn Gly Lys Val Gin lie Trp Asp Ala Ala Arg 
225 230 235 240 



Cys Lys Lys lie Arg Ser Met Glu Gly His Arg Leu Arg Val Gly Ala 

245 250 255 



Le^uj Ala Trp Ser Ser Ser Leu Leu Ser Ser Gly Gly Arg Asp Lys Asn 
H 260 265 270 

m 

Ile,| Tyr Gin Arg Asp lie Arg Thr Gin Glu Asp Phe Val Ser Lys Leu 
nj 275 ' 280 285 



Sep, Gly His Lys Ser Glu Val Cys Gly Leu Lys Trp Ser Tyr Asp Asn 
PJ 290 295 300 



Arep Glu Leu Ala Ser Gly Gly Asn Asp Asn Lys Leu Phe Val Trp Asn 
305 310 315 320 



Gin His Ser Thr Gin Pro Val Leu Lys Tyr Cys Glu His Thr Ala Ala 

325 330 335 



Val Lys Ala lie Ala Trp Ser Pro His Leu His Gly Leu Leu Ala Ser 
340 345 350 



Gly Gly Gly Thr Ala Asp Arg Cys lie Arg Phe Trp Asn Thr Thr Thr 
355 360 365 



Asn Ser His Leu Ser Cys Met Asp Thr Gly Ser Gin Val Cys Asn Leu 
370 375 380 
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Val Trp Ser Lys Asn Val Asn Glu Leu Val Ser Thr His Gly Tyr Ser 
385 390 395 400 



Gin Asn Gin lie lie Val Trp Arg Tyr Pro Thr Met Ser Lys Leu Ala 

405 410 415 



Thr Leu Thr Gly His Thr Tyr Arg Val Leu Tyr Leu Ala lie Ser Pro 
420 425 430 



Asp Gly Gin Thr lie Val Thr Gly Ala Gly Asp Glu Thr Leu Arg Phe 
435 440 445 



Trp Asn Val Phe Pro Ser Pro Lys Ser Gin Asn Thr Glu Ser Glu lie 
450 455 460 



GlfJ Ala Leu Ser Leu Gly Arg Thr Thr lie Arg 
4 6 : SJ 470 4 75 







<2it)> 


3 


<2ii> 


20 


<2B> 

Mi 


DNA 


<2fi3> 


Artificial Sequence 


Q 




<220> 




<223> 


synthetic DNA 


<400> 3 

tttgggggtt gatgattgtg 


<210> 


4 


<211> 


25 


<212> 


DNA 


<213> 


Artificial Sequence 



20 
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<220> 

<223> synthetic DNA 
<400> 4 

ctctctaccg ttctatctct tggga 

<210> 5 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
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25 



<220> 

o 

<2J3> synthetic DNA 
<t§ 0> 5 

gcjiaaagatg ctactttggt ggtgt 2 5 

s 5:3 

<?io> 6 

<2rgl> 56 

|^ 

<2py2> DNA 

M3 

<2Q33> Artificial Sequence 



<220> 

<223> synthetic DNA 

<400> 6 

agcttcccgg gggagctcta gactcgagca gctaggcccc tcgagatctg agctcg 56 

<210> 7 

<211> 526 

<212> PRT 

<213> Drosophila melanogaster 
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<400> 7 

Met Ser Gin Phe Asn Phe Val Ser Asp Leu Gin Asn Ala Leu lie Met 
15 10 15 



Asp Gly Glu Thr Arg Gly Pro Ala Pro Arg Trp Lys Lys Lys Leu Glu 
20 25 30 



Ala Ser Leu Asn Gly Ser Val Asn Thr Thr Arg Ser Val Leu Ser Val 
35 40 45 



Ser Tyr Asn Thr Ser Phe Ser Gly Val Gin Ala Pro Thr Lys Thr Pro 
50 55 60 



GLy ; Lys Ser Ser Glu Gly Lys Thr Lys Lys Ser Asn Thr Thr Pro Ser 
65*S 70 75 80 

o 

Lysi Thr Pro Gly Gly Gly Asp Arg Phe lie Pro Asn Arg Ala Ala Thr 
m 85 90 95 

ft I 

Asp" Phe Glu Leu Ala His Phe Leu Val Asn Lys Asp Ser Gly Asp Lys 

n ioo 105 no 



Se^ Asp Glu Glu Asn Asp Lys Ala Thr Ser Ser Asn Ser Asn Glu Ser 

n H5 120 125 

Asn Val Gin Ala Ser Ala His Lys Gly Asp Arg Gin Lys Leu lie Ser 

130 135 140 



Glu Val Ala Gin Val Gly Asp Ser Lys Gly Gly Arg lie Leu Cys Tyr 
145 150 155 160 



Gin Asn Lys Ala Pro Ala Ala Pro Glu Thr His Asn Asn Pro Leu Lys 

165 170 175 



Val Val Tyr Ser lie Lys Thr Pro lie Ser Thr Lys Ser Gly Ser Arg 
180 185 190 



Tyr lie Pro Thr Thr Ser Glu Arg lie Leu Asp Ala Pro Asp Phe lie 
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195 200 205 



Asn Asp Tyr Tyr Leu Asn Leu Met Asp Trp Ser Ala Asp Asn lie Val 
210 215 220 



Ala Val Ala Leu Gly Ser Cys Val Tyr Leu Trp Asn Ala Gin Thr Gly 
225 230 235 240 

Asn lie Glu Gin Leu Thr Glu Phe Glu Glu Gly Asp Tyr Ala Gly Ser 

245 250 255 

Leu Ser Trp lie Gin Glu Gly Gin lie Leu Ala lie Gly Asn Ser Thr 
260 265 270 

Glfg Ala Val Glu Leu Trp Asp Cys Ser Lys Val Lys Arg Leu Arg Val 
V0 27 5 280 285 

Mefte Asp Gly His Ser Ala Arg Val Gly Ser Leu Ala Trp Asn Ser Phe 
HI 290 295 300 

Leti Val Ser Ser Gly Ser Arg Asp Gly Thr lie Val His His Asp Val 
30S 310 315 320 

5. " 
ftj 

ArgjAla Arg Glu His Lys Leu Ser Thr Leu Ser Gly His Thr Gin Glu 
p 325 330 335 

Val Cys Gly Leu Lys Trp Ser Thr Asp Phe Lys Tyr Leu Ala Ser Gly 
340 345 350 

Gly Asn Asp Asn Leu Val Asn Val Trp Ser Ala Ala Ser Gly Gly Val 
355 360 365 

Gly Thr Ala Thr Asp Pro Leu His Lys Phe Asn Asp His Gin Ala Ala 
370 375 380 

Val Arg Ala Leu Ala Trp Cys Pro Trp Gin Pro Ser Thr Leu Ala Ser 
385 390 395 400 

Gly Gly Gly Thr Ala Asp Arg Cys He Lys Phe Trp Asn Val Asn Asn 
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405 410 415 



Gly Thr Leu Met Lys Ser Val Asp Ser Lys Ser Gin Val Cys Ser Leu 
420 425 430 



Leu Phe Ser Arg His Tyr Lys Glu Leu lie Ser Ala His Gly Phe Ala 
435 440 445 



Asn Asn Gin Leu Thr lie Trp Lys Tyr Pro Thr Met Val Lys Gin Ala 
450 455 460 



Asp Leu Thr Gly His Thr Ser Arg Val Leu Gin Met Ala Met Ser Pro 
465 470 475 480 



Asia Gly Ser Thr Val lie Ser Ala Gly Ala Asp Glu Thr Leu Arg Leu 
*D 485 490 495 



Trg^Asn Cys Phe Ala Pro Asp Pro Leu Ala Ser Lys Lys Ala Val Ser 
IH 500 505 510 



Th^ Ser Lys Gly Lys Gin Ser Val Phe Arg Gin Ser lie Arg 
Q 515 520 525 



<2W> 8 
<2M> 478 
<212> PRT 

<213> Drosophila melanogaster 
<400> 8 

Met Phe Ser Pro Glu Tyr Glu Lys Arg lie Leu Lys His Tyr Ser Pro 
15 10 15 

Val Ala Arg Asn Leu Phe Asn Asn Phe Glu Ser Ser Thr Thr Pro Thr 
20 25 30 

Ser Leu Asp Arg Phe lie Pro Cys Arg Ala Tyr Asn Asn Trp Gin Thr 
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35 40 45 



Asn Phe Ala Ser lie Asn Lys Ser Asn Asp Asn Ser Pro Gin Thr Ser 
50 55 60 



Lys Lys Gin Arg Asp Cys Gly Glu Thr Ala Arg Asp Ser Leu Ala Tyr 
65 70 75 80 

Ser Cys Leu Leu Lys Asn Glu Leu Leu Gly Ser Ala lie Asp Asp Val 

85 90 95 



Lys Thr Ala Gly Glu Glu Arg Asn Glu Asn Ala Tyr Thr Pro Ala Ala 
100 105 110 

LySArg Ser Leu Phe Lys Tyr Gin Ser Pro Thr Lys Gin Asp Tyr Asn 
*0 115 120 125 

Sec? 

GlyfGlu Cys Pro Tyr Ser Leu Ser Pro Val Ser Ala Lys Ser Gin Lys 
Ml 130 135 140 



LeiB^Leu Arg Ser Pro Arg Lys Ala Thr Arg Lys lie Ser Arg lie Pro 
14*J 150 155 160 

ph S L ys Val Leu Asp Ala Pro Glu Leu Gin Asp Asp Phe Tyr Leu Asn 
H 165 170 175 

Leu Val Asp Trp Ser Ser Gin Asn Val Leu Ala Val Gly Leu Gly Ser 
180 185 190 

Cys Val Tyr Leu Trp Ser Ala Cys Thr Ser Gin Val Thr Arg Leu Cys 
195 200 205 

Asp Leu Ser Pro Asp Ala Asn Thr Val Thr Ser Val Ser Trp Asn Glu 
210 215 220 

Arg Gly Asn Thr Val Ala Val Gly Thr His His Gly Tyr Val Thr Val 
225 230 235 240 

Trp Asp Val Ala Ala Asn Lys Gin lie Asn Lys Leu Asn Gly His Ser 
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245 250 255 

Ala Arg Val Gly Ala Leu Ala Trp Asn Ser Asp lie Leu Ser Ser Gly 
260 265 270 

Ser Arg Asp Arg Trp lie lie Gin Arg Asp Thr Arg Thr Pro Gin Leu 
275 280 285 

Gin Ser Glu Arg Arg Leu Ala Gly His Arg Gin Glu Val Cys Gly Leu 
290 295 300 

Lys Trp Ser Pro Asp Asn Gin Tyr Leu Ala Ser Gly Gly Asn Asp Asn 
305 310 315 320 

A^ Leu Tyr Val Trp Asn Gin His Ser Val Asn Pro Val Gin Ser Tyr 
*0 325 330 335 

Th\s Glu His Met Ala Ala Val Lys Ala He Ala Trp Ser Pro His His 
in 340 345 350 

His Gly Leu Leu Ala Ser Gly Gly Gly Thr Ala Asp Arg Cys He Arg 
Q 355 3 60 3 65 

PhJ Trp Asn Thr Leu Thr Gly Gin Pro Met Gin Cys Val Asp Thr Glv 
p 370 375 380 

Ser Gin Val Cys Asn Leu Ala Trp Ser Lys His Ser Ser Glu Leu Val 
385 390 395 400 

Ser Thr His Gly Tyr Ser Gin Asn Gin lie Leu Val Trp Lys Tyr Pro 

405 410 415 

Ser Leu Thr Gin Val Ala Lys Leu Thr Gly His Ser Tyr Arg Val Leu 
420 425 430 

Tyr Leu Ala Leu Ser Pro Asp Gly Glu Ala He Val Thr Gly Ala Gly 
435 440 445 

Asp Glu Thr Leu Arg Phe Trp Asn Val Phe Ser Lys Ala Arg Ser Gin 

-13- 
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450 455 460 



Lys Glu Asn Lys Ser Val Leu Asn Leu Phe Ala Asn lie Arg 
465 470 475 



<210> 9 

<211> 565 

<212> PRT 

<213> Saccharomyces cerevisiae 

<400> 9 

MeO Ser Thr Asn Leu Asn Pro Phe Met Asn Asn Thr Phe Ser Ser Ser 
1 £ 5 10 15 



Prte* Leu Lys Gly Ser Lys Ser Lys Arg Val Ser Lys His Pro lie Ser 
m 20 25 30 



Ser Ser Ser Ser Ala Ser Leu Leu Ser Ser Pro Ser Arg Arg Ser Arg 
O 35 40 45 



PreJ Ser Thr Val Tyr Gin Asp Arg Tyr Tyr Pro Ser Arg Thr Asp lie 
O 50 55 60 



Asp Phe Phe Ser lie Val Ser lie Ser Ser Met Ala Ser Val Pro Ala 
65 70 75 80 



Leu Asn Pro Ser Ser Thr Lys Asp Gin Val Glu Tyr Gin Lys Lys Arg 

85 90 95 



Gin Ala His Glu Thr Tyr Asn Thr Leu Leu Lys Asn Glu Leu Phe Gly 
100 105 110 

Lys His Leu Ser Lys Asp Thr Val Gin Ser Lys Ser Ser lie Asp Arg 
115 120 125 

lie Lys Asn Thr Arg Pro Ser Thr Arg Gin Asn Val His Ala Lys Asn 
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Thr Thr Arg Met Gly Tyr Glu Leu Glu Arg Val Ser Thr Phe Pro Pro 
145 150 155 160 



Lys Ala Ala Gly Leu Lys Lys Phe Ser Pro His Ser Thr Phe Val Thr 

165 170 175 



Pro Arg Arg Leu Phe Thr Ser Gin Gin Asp Lys lie Thr Arg Pro Ser 
180 185 190 



Ser Asn Ser Val Arg Gly Ala Ser Leu Leu Thr Tyr Gin Gin Arg Lys 
195 200 205 



Glgr Arg Arg Leu Ser Ala Ala Ser Leu Leu Gin Ser Gin Phe Phe Asp 
<p 210 215 220 

SI 

o 

S*£ Met Ser Pro Val Arg Pro Asp Ser Lys Gin Leu Leu Leu Ser Pro 

225 230 235 240 

W 

fll 

Giy lie Gin Phe Arg Gin lie Ala Lys Val Pro Tyr Arg Val Leu Asp 
Q 245 250 255 

Alii Pro Ser Leu Ala Asp Asp Phe Tyr Tyr Ser Leu lie Asp Trp Ser 
Q 260 265 270 



Ser Thr Asp Val Leu Ala Val Ala Leu Gly Lys Ser lie Phe Leu Thr 
275 280 285 



Asp Asn Asn Thr Gin Asp Val Val Glu Leu Cys Asp Thr Glu Asn Glu 
290 295 300 



Tyr Thr Ser Leu Ser Trp lie Gin Ala Gly Ser His Leu Ala Val Gly 

305 310 315 320 

Gin Ala Asn Gly Leu Val Glu lie Tyr Asp Asp Val Met Lys Arg Lys 

325 330 335 

Cys Tyr Arg Thr Leu Ser Gly His He Asp Arg Val Ala Cys Leu Ser 
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340 345 350 



Trp Asn Asn His Val Leu Thr Ser Gly Ser Arg Asp His Met lie Leu 
355 360 365 

Met Arg Asp Val Arg Met Pro Asp Phe Phe Phe Arg Thr lie Lys Ser 
370 375 380 

His Thr Gin Glu Val Cys Gly Leu Lys Trp His Val Ala Asp Asn Lys 
385 390 395 400 

Leu Ala Ser Gly Gly Asn Asp Asn Val Val Asn Val Thr Glu Gin Thr 

405 410 415 

S^r Lys Ser Pro He Leu Thr Phe Asp Glu His Lys Ala Ala Val Lys 
Z 420 425 430 



L_Jt 



Ajfi Lys Ala Trp Ser Pro His Lys Arg Gly Val Leu Ala Thr Gly Gly 

\j 435 440 445 

Gfe/ Thr Ala Asp Arg Arg Leu Lys Leu Trp Asn Val Asn Thr Ser He 

fa 4 50 455 460 

Lf§3 Met Ser Asp He Asp Ser Gly Ser Gin He Cys Asn Asn Val Trp 

4 P 470 475 480 

Ser Lys Asn Glu Leu Val Thr Ser His Gly Tyr Ser Lys Tyr Asn Leu 

485 490 495 

Thr Leu Trp Asp Cys Asn Ser Met Asp Pro He Ala He Leu Lys Gly 

500 505 , 510 

His Ser Phe Arg Val Leu His Leu Thr Leu Ser Asn Asp Gly Thr Thr 

515 520 525 

Val Val Ser Gly Ala Gly Asp Glu Thr Leu Arg Tyr Trp Lys Leu Phe 

530 535 540 

Asp Lys Pro Lys Ala Lys Val Gin Pro Asn Ser Leu Lys Phe Asp Ala 
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545 550 555 560 



Phe Asn Gin lie Arg 

565 



<210> 10 

<211> 556 

<212> PRT 

<213> Schizosaccharomyces pombe 

<400> 10 

MSt Asp Glu Phe Asp Gly Phe Thr Arg Pro Thr Ser Ser Asn Ser Ser 
1« 5 10 15 



Ai.% Asn Arg Asn Ser Asn Asn Ser Met Asn Arg Val Glu Asn Asn Asn 
Ul 20 25 30 



Ser Asn Ser Asp Ser Ala Asn Thr Val Asp Ser Arg Gly Asp Ala His 
S 35 40 45 



TM: Arg Met Arg Gin Gly Phe Glu Lys Ser Phe Pro Ser Ser Pro Asn 
O 50 55 60 



Lys Lys Arg Pro Arg Thr Asn Glu Gly Asp Arg Phe lie Pro Ser Arg 
65 70 75 80 



Asp Ala Ser Thr Glu Leu Trp Thr Gly Phe Thr Lys Val Glu Gly Pro 

85 90 95 



Leu Thr Pro Val Lys Lys Lys Gin Ser Val Ala Asp Arg Asn Phe Thr 
100 105 110 



Thr Leu Leu Arg Ser Glu Leu Phe Gly Ser Asn Asp Glu Thr Phe Asn 
115 120 125 



Asn Ser Pro lie Ala Thr Pro Asn Thr Thr lie Gly Val Ser Thr Pro 
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130 135 140 

Arg Thr Asp Ser Gly He Asp Asp He Glu Leu Thr Gin Arg Thr Pro 
14 5 150 155 160 

Pro Ser Ser Ser His Thr Ser Ser Ser He Leu Gin Asn Thr Pro Val 

165 170 175 

Thr Pro Ser Arg Lys He Phe His Tyr Leu Ser Pro Arg Asp Arg Asn 
180 185 190 

Lys Ser Ser Tyr Gly Lys Lys Ala Gin Tyr Gin Asp Asn Pro Asn Arg 
195 200 205 

THr He Tyr Ser Leu Ser Pro Val Arg Ser He Thr Lys Asp Leu He 
vD 210 215 220 

Si 

Ste Ala Ser Arg Leu Glu Gly Arg Glu Leu Pro Ser He Pro Tyr Arq 
2aB 230 235 240 



Si 

as s 



Val Leu Asp Ala Pro Gly Leu Ala Gly Asp Phe Tyr Leu Asn Leu Leu 
'-? 245 250 255 



5= 



Ag3 Trp Gly Gin Cys Asn Met Leu Ala Val Ala Leu Ala Ser Arg Val 
J=J 250 265 270 

Tyr Leu Trp Ser Gly He Ser Ser Glu Val Thr Val Met His Asn Phe 
275 280 285 

Tyr Pro Thr Asp Thr Val Thr Ser Leu Arg Trp Val Gin Arg Gly Thr 
290 295 300 

His Leu Ala Val Gly Thr His Asn Gly Ser Val Glu He Trp Asp Ala 
305 310 315 320 

Ala Thr Cys Lys Lys Thr Arg Thr Met Ser Gly His Thr Glu Arg Val 

325 330 335 



Gly Ala Leu Ser Trp Asn Asp His Val Leu Ser Ser 



Gly Gly Arg Asp 
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340 345 350 



Asn His lie Leu His Arg Asp Val Arg Ala Pro Glu His Tyr Phe Arg 
355 360 365 



Val Leu Thr Ala His Arg Gin Glu Val Cys Gly Leu Glu Trp Asn Ser 
370 375 380 

Asn Glu Asn Leu Leu Ala Ser Gly Gly Asn Asp Asn Ala Leu Met Val 
385 390 395 400 

Trp Asp Lys Phe Glu Glu Lys Pro Leu Tyr Ser Phe His Asn His lie 

405 410 415 

A 5 2a Ala Val Lys Ala lie Thr Trp Ser Pro His Gin Arg Gly lie Leu 
% 420 425 430 

Apja Ser Gly Gly Gly Thr Ala Asp Arg Thr lie Lys Leu Trp Asn Thr 
\j 435 440 445 

i y 

2 

Gjfcn Arg Gly Ser Met Leu His Asn lie Asp Thr Gly Ser Gin Val Cys 
U 450 455 460 

Agp Leu Leu Trp Ser Lys Gin Thr Asn Glu Phe lie Ser Thr His Gly 
4 f£ 5 470 475 480 

Phe Met Glu Asn Glu Val Ala Leu Trp Asn Tyr Pro Ser Val Ser Arg 

485 490 495 

Val Gly Thr Leu Lys Gly His Thr Asp Arg Val Leu Tyr Leu Ala Met 
500 505 510 

Ser Pro Asn Gly Glu Asn He Val Thr Gly Ala Ala Asp Glu Thr Leu 
515 520 525 

Arg Phe Trp Lys Leu Phe Asp Ser Lys Ser Lys His Ser Ala Ser Thr 
530 535 540 

Met Ser Ser Pro Phe Asp Pro Thr Met Lys He Arg 
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545 550 555 

<210> 11 
<211> 439 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 11 

Met Arg Ala Thr Cys Thr Val Pro Glu His Phe Leu Pro Lys Leu Ser 
15 10 15 

lips Gin Asn Leu Asp Arg Phe He Pro Asn Arg Ser Ala Lys Asp Phe 
~ 20 25 30 

Q 

Alfp Phe Ala Asn Tyr Ala Leu Thr Gin Gin Ser Lys Arg Asn Leu Cys 
JJJ 35 40 45 

LVs Val Thr Ser Ala Ser Arg Lys Ala Tyr Met Thr Gin Leu Ala Val 
2 50 55 60 

VM Met Asn Gin Asn Arg Thr Arg He Leu Ala Phe Arg Asn Lys Pro 
% 70 75 y 80 

Lys Ser Leu Leu Ser Thr Asn His Ser Asp Ser Pro Asn Gin Asn Pro 

85 90 95 

Lys Pro Val Lys Pro Arg Arg Tyr He Pro Gin Asn Ser Lys Ala Val 
100 105 HO 

Leu Asp Ala Pro Gly Leu Ala Asp Asp Phe Ser Leu Asn Leu Leu Asp 
115 120 125 

Trp Gin Ser Ala Asn Val Leu Ala He Ala Leu Gly Asp Thr Val Tyr 
130 135 140 

Leu Trp Asp Ala Ser Ser Gly Ser Thr Ser Asp Leu Val Thr He Asp 
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145 150 155 160 

Lys Asp Lys Gly Pro Val Thr Ser lie Asn Trp Thr Gin Asp Gly Leu 

165 170 175 

Asp Leu Ala Val Gly Leu Asp Asn Ser Lys Val Gin Leu Trp Asp Cys 
180 185 190 

Val Ser Asn Arg Gin Val Arg Thr Leu Arg Gly Gly His Lys Ser Arg 
195 200 205 

Val Gly Ser Leu Ala Trp Asp His His lie Leu Thr Thr Gly His Asp 
210 215 220 

G%y Lys lie Val Met His Asp Val Arg lie Arg Ser Ser lie Val Arg 
2 |f 230 235 240 

TRr Tyr Leu Gly His Thr Glu Glu Val Cys Gly Leu Lys Trp Ser Trp 
y 245 250 255 

L|es Ser Gly Asn Lys Gin Ala Ser Gly Gly Asn Asp Asn Val Val His 
£ 260 265 270 



3*3 3 
5 



lB= Trp Asp Ala Ser Leu Ala Ser Ser Lys Gin Thr Ala Gin Trp Leu 
P 275 280 285 

His Arg Phe Arg Glu His Thr Ala Ala Val Ala Ala Leu Ala Trp Cys 
290 295 300 

Pro Phe Gin Ala Ser Leu Leu Ala Thr Gly Gly Gly Val Gly Asp Gin 
305 310 315 320 

Lys lie Lys Phe Trp Asn Thr Asn Thr Gly Ala Cys Leu Asn Ser Val 

325 330 335 

Lys Thr Gly Ser Gin Val Cys Ser Leu Leu Trp Ser Gin Ser Glu Arg 
340 345 350 

Glu Leu Leu Ser Ser His Gly Phe Thr Gin Asn Gin Leu Thr Leu Trp 
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355 360 365 



Lys Tyr Pro Ser Met Ser Lys Met Ala Lys Leu Asn Gly His Thr Ser 
370 375 380 

Arg Val Leu Phe Met Ala Gin Ser Pro Asn Gly Cys Thr Val Ala Ser 
385 390 395 400 

Ala Ala Gly Asp Glu His Leu Arg Leu Trp Asn Val Phe Gly Lys Pro 

405 410 415 

Pro Lys Thr Thr Lys Lys Ala Ala Ser Lys Lys Tyr Pro Glu Leu Phe 
420 425 430 

Sggr Ser Val Asn Ser Leu Arg 



435 



<pa.o> 12 

<aki> 463 

<212> PRT 

O 

<S*L3> Arabidopsis thaliana 



<UC0> 12 



Met Arg Asn Leu Ser Pro Ala Met Asn Thr Pro Val Val Ser Leu Lys 
1 5 10 15 

Ser Arg He Asn Arg Leu He Asn Ala Asn Gin Gin Ser Pro Ser Pro 
20 25 30 

Ser Ser Leu Ser Arg Ser He Tyr Ser Asp Arg Phe He Pro Ser Arq 
35 40 4 5 y 

Ser Gly Ser Asn Phe Ala Leu Phe Asp Leu Ser Pro Ser Pro Ser Lys 
5U 55 60 

Asp Gin Lys Glu Asp Gly Ala Gly Ser Tyr Ala Thr Leu Leu Arg Ala 
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65 70 75 80 

Ala Met Phe Gly Pro Glu Thr Pro Lys Lys Ala Asp He Thr Gly Phe 

85 90 95 

Ser Ser Ser Arg Asn He Phe Arg Phe Lys Thr Lys Thr His Arg Ser 
100 105 110 

Leu Asn Ser Phe Ser Pro Phe Gin Val Asp Asp Asp Ser Pro Gly Val 
115 120 125 

Ser His Ser Gin Pro Val Phe Ala Phe Arg Lys Val Pro Arg Ser Pro 
130 135 140 

TJfc Lys Val Leu Asp Ala Pro Ala Leu Gin Asp Asp Phe Tyr Leu Asn 
llj 150 155 160 



Lgu Val Asp Trp Ser Ala Gin Asn Val Leu Ala Val Gly Leu Gly Asn 
Sj 165 170 175 

si 

Cgp Val Tyr Leu Trp Asn Ala Cys Ser Ser Lys Val Thr Lys Leu Cys 
H 180 185 190 

Afip Leu Gly Ala Arg Asp Ser Val Cys Ser Val Gly Trp Ala Leu Arg 
U 195 200 205 

Gly Thr His Leu Ala Val Gly Thr Ser Thr Gly Lys Val He Trp Asp 
210 215 220 

Ala Ser Arg Cys Lys Arg Thr Arg Thr Met Glu Gly His Ala Leu Arg 
225 230 235 240 

Val Gly Ala Leu Ala Trp Gly Ser Ser Val Leu Ser Ser Gly Ser Arg 

245 250 255 

Asp Lys Ser He Leu Gin Arg Asp He Arg Cys Gin Glu Asp Lys Val 
260 265 270 



Ser Lys Leu Ala Gly His Lys Ser Glu Val Cys Gly Leu Lys Trp S 



er 
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Tyr Asp Asn 
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280 



285 



Leu Ala Ser n 

« 5 «y «y Ss „ Asp Ssn 

300 Ala Le u Phe 



Hi s Ser 



310 Gln fro val Leu 



Thr Ala Al 



a Val 



Ala II 



325 



e Al d 



^eu Lvs t< 

315 ^ Tyr Ser Glu Hig 

320 



Tr P Ser Pro 



Leu Ala ser 



330 



Hi 



s Val Hi 



£? G ^ ?hr 



s G1 y Leu 
335 



Aid 



Asp Arg Cv 
345 y 



s II 



r Thr T ^ Asn 



;' 1J - «Sn Thr a 
355 Asn 



6 Ala rrn a 

350 P Asn 



# Asn Leu 



Leu Ser ser n 

— Ile Asp Thr Cys 



360 



^ 370 ^ AIa T rp Ser Lys 



^ys Ser n 
365 Gln v al 

Glu Leu Val q 0 

380 1 Ser ^r His 



$ S - Asn GIn n 

J 39? XL Val rrp ^ 

395 7 Pro T ^r 



L 

Tyr Ser Pro 



He Ala ™ 

a Thr Leu Thr P7 

405 GIy H is Thr 



M et ser 
400 



T yr Arg val T 

410 9 Val ^u Tyr Leu 



^ - He val Thr 



415 



Aid 



Leu 



Arg Phe Tr n a 

435 P Asn v al 



As P Ser L y 



450 



s He 



GIy Ser ser 



425 ^ GIy Ala Gly , 

±y Asp G1 U Thr 
430 hr 

P he Prn c 

fro Ser p rn T 

440 0 L ys Ser n 

cr Gl n Gln a „ 

445 Sn T1 ^r 



455 



Ph 



e Phe 



<210> 13 

<21 ^> 465 
<212> PRT 



Gly Arg Thr 
460 



Thr He Arg 
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<213> Arabidopsis thaliana 



<400> 13 



Met Asn Gin Thr Ser Leu Met Leu Lys Thr Phe Ser Ser Ser Phe Arg 
15 10 15 



Gly lie Ser Ser Leu Ser Ser Pro Ser Lys Ser Thr Cys Ser Asp Arg 
20 25 30 



Phe lie Pro Cys Arg Ser Ser Ser Arg Leu Met Ala Phe Asp Leu Gin 
35 40 45 



Asp Lys Lys Pro Thr Thr Pro Val Lys Arg Gly Gly Asn Arg Ala Tyr 
.« 50 55 60 

v I 
fni 

SpTr Arg Leu Leu Lys Ser Glu Leu Phe Gly Ser Asp Phe Ala Ser Phe 
6fe 70 75 80 

pi 

Leu Leu Ser Pro Ala Gly Gly Gly Gly Ser Ala Ser Ser Pro Met Ser 
h 85 90 95 



Reo Cys Thr Asn Asn Leu Arg Phe Lys Thr Asp Arg Ser Asn Ser Ser 
G 100 105 110 



Pro Ser Pro Phe Ser Pro Ser lie Leu Gly Asn Asp Asn Gly His Ser 
115 120 125 



Ser Asp Ser Ser Pro Pro Pro Phe Pro Pro Arg Lys Val Pro Lys Thr 
130 135 140 



Pro Met Lys Val Leu Asp Ala Pro Ser Leu Gin Asp Asp Phe Tyr Leu 
145 150 155 160 

Asn Val Val Asp Trp Ser Ser Gin Asn Val Leu Ala Val Gly Leu Gly 

165 170 175 

Thr Cys Val Tyr Leu Trp Thr Ala Ser Asn Ser Lys Val Thr Lys Leu 
180 185 190 
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Cys Asp Leu Gly Pro Asn Asp Ser Val Cys Ser Val Gin Trp Thr Arg 
195 200 205 



Glu Gly Ser Tyr Lys Ser lie Gly Thr Ser Met Gly Gin Val Gin Val 
210 215 220 



Trp Asp Gly Thr Gin Cys Lys Arg Val Arg Thr His Gly Gly His Gin 
225 230 235 240 



Thr Arg Thr Gly Val Leu Ala Trp Asn Ser Arg lie Leu Ser Ser Gly 

245 250 255 

Ser Arg Asp Arg Asn lie Leu Gin Asn Asp lie Arg Val Gin Ser Asp 
260 265 270 



e Val Ser Lys Leu Val Gly His Lys Ser Glu Val Cys Gly Leu Lys 
275 280 285 



Tip Ser Met Asp Asp Arg Glu Leu Ala Ser Gly Gly Asn Asp Asn Gin 
- 290 295 300 



Lffu Leu Val Trp Asn Asn His Ser Gin Gin Pro lie Leu Lys Leu Thr 

3^5 310 315 320 

GTu His Thr Ala Ala Val Lys Ala lie Thr Trp Ser Pro His Gin Ser 

325 330 335 

Ser Leu Leu Ala Ser Gly Gly Gly Thr Ala Asp Arg Cys lie Arg Phe 
340 345 350 

Trp Asn Thr Thr Asn Gly Asn Gin Leu Asn Ser lie Asp Thr Gly Ser 
355 360 365 

Gin Val Cys Asn Leu Ala Trp Ser Lys Asn Val Asn Glu lie Val Ser 
370 375 380 

Thr His Gly Tyr Ser Gin Asn Gin lie Met Leu Trp Lys Tyr Pro Ser 

385 390 395 400 
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Met Ser Lys Val Ala Thr Leu Thr Gly His 

405 410 



Leu Ala Thr Ser Pro Asp Gly Gin Thr lie 
420 425 



Glu Thr Leu Arg Phe Trp Asn Val Phe Pro 
435 440 



Thr Pro Val Lys Asp Thr Gly Leu Asn Ser 
450 455 



Arg 
465 

O! 



«5 - 
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Ser Met Arg Val Leu Tyr 

415 

Val Thr Gly Ala Gly Asp 
430 

Ser Val Lys Met Gin Gin 
445 

Leu Gly Arg Thr Gin lie 
460 
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